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Dynamics of Intrinsically Disordered Proteins: Afternoon Session
Session | Location: Skissernas Museum, Finngatan 2 223 62 Lund Sweden

13:15-13:55
KEYNOTE 1 - Dynamics of intrinsically unfolded and partially folded proteins:
Insights gained by quasielastic neutron scattering

Speaker
Dr Andreas Stadler

13:55-14:15
Contributed talk 1 - Exploring protein association pathways with time-resolved
SAXS and SANS

Speaker
Dr Wojciech Potrzebowski

14:15-14:35
Contributed talk 2 - Structural characterization of intrinsically disordered protein
micelles

Speaker
Ellen Rieloff

14:35-15:15
KEYNOTE 2 - Dynamics and interactions of disordered proteins from single-
molecule spectroscopy

Speaker
Prof. Benjamin Schuler

Dynamics of Intrinsically Disordered Proteins: Late Afternoon Session
Session | Location: Skissernas Museum, Finngatan 2 223 62 Lund Sweden

15:45-16:25
KEYNOTE 3 - Characterization of intrinsically disordered proteins and their
dynamic complexes by NMR spectroscopy

Speaker
Dr Malene R. Jensen

16:25-17:05
KEYNOTE 4 - Comparing molecular simulations with NMR and SAXS
measurements: A cautionary tale

Speaker
Prof. Kresten Lindorff-Larsen
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